Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.005 Å; R factor = 0.059; wR factor = 0.167; data-to-parameter ratio = 19.7.
In the title compound, C 20 H 25 NO 5 , the dihydropyridine ring adopts a flattened boat conformation. The methoxyphenyl ring is almost perpendicular to the mean plane of the pyridine ring [dihedral angle = 88.42 (3) ]. The two carbonyl units adopt a synperiplanar conformation with respect to the double bonds in the dihydropyridine ring. In the crystal, molecules are connected by N-HÁ Á ÁO hydrogen bonds into R 4 4 (24) tetrameric rings. A region of disordered electron density, located at the center of four adjacent molecules, was treated with the SQUEEZE routine in PLATON [Spek (2009) . Acta Cryst. D65, [148] [149] [150] [151] [152] [153] [154] [155] . It is probably the result of traces of the solvent of crystallization and was not taken into account during the structure refinement. Table 1 Hydrogen-bond geometry (Å , ). . It is probably due to traces of the solvent of crystallization and was not taken into account during structure refinement.
Related literature
D-HÁ Á ÁA D -H HÁ Á ÁA D Á Á ÁA D -HÁ Á ÁA N1-H1AÁ Á ÁO5 i 0.
Experimental
The mixture of 2-methoxybenzaldehyde (1 mmol), ethylacetoacetate (2 mmol) and ammonium acetate(1 mmol) was stirred at at 343 K for 3 h (monitored by TLC). Then the mixture was purified by flash column chromatography (silica gel, Hex/AcOEt, v/v, 3:1) giving the title compound. Single crystals were obtained by slow evaporation of a CH 2 Cl 2 and n-Hexane solution.
Refinement
A region of disordered electron density, located at the center of four adjacent molecules, was treated using the SQUEEZE The structure of the title compound. Displacement ellipsoids are drawn at the 40% probability level. 
Special details

